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ABSTRACT

The matrix protein 1 (M1) is one of the most conserved structural proteins among different influenza
virus subtypes and plays a critical role in viral assembly, replication, and pathogenicity. Due to its high degree of conservation, the
M1 gene represents an attractive target for molecular studies and diagnostic assay development. The present study aimed to clone
a fragment of the M1 gene of the HON2 avian influenza virus into the pTZ57R/T cloning vector.

Following propagation of the HON2 avian influenza virus in embryonated chicken eggs, viral
RNA was extracted from harvested allantoic fluid. The target M1 gene fragment was amplified by reverse transcription-
polymerase chain reaction (RT-PCR). The amplified product was purified and subsequently ligated into the pTZ57R/T
plasmid vector. Recombinant plasmids were transformed into Escherichia coli XL1-Blue competent cells and propagated
for plasmid amplification. Recombinant clones were identified and confirmed using standard molecular techniques.

Successful amplification, cloning, and propagation of the M1 gene fragment were achieved. The pTZ57R/T vector
in combination with E. coli XL1-Blue provided an efficient system for cloning and maintenance of the target gene. The
recombinant construct remained stable and yielded sufficient quantities of plasmid DNA for subsequent molecular
applications.

The successful cloning of the M1 gene of the HIN2 avian influenza virus provides a valuable genetic resource
for future molecular investigations. The recombinant construct may serve as a suitable template for the development of
diagnostic assays and further studies on the molecular biology and pathogenesis of influenza A viruses.
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